Included were genes located in Extracellular (n=3), Cell (n=14), Intracellular (n=12), Membrane (n = 4), Extracellular Space (n=3), and Extracellular Matrix (n=1). Twenty probe sets had annotations for GO Molecular Function, a category that refers to what a gene product does at the biochemical level. These included genes belonging to Enzyme (n=7), Translation Regulator (n=2), Transcription Regulator (n=3), Binding (n=14), Signal Transducer (n=2), Binding (n=16), Transporter (n=2), and Structural Molecule (n=2).
There were 89 genes that were induced or repressed above 2-fold in response to MEHP plus subsequent hCG stimulation compared to controls (hCG alone) ( Table 2 ). These 89 probe sets were up-loaded in Gene Ontology Mining Tool in the Affymetrix NetAffx Analysis Center (9). Among these, 43 had annotations for GO Biological Process , including genes involved in Development (n=6), Cellular Process (n=18), Physiological Processes (n=38) and Obsolete (n=1).
Related to the Cellular Process and Physiological Processes category were Cell Communication (n=7), Cell Growth and /or Maintenance (n=11), Cell Death (n=3), Metabolism (n=27), and
Response to External Stimulus (n=2). Forty-four probe sets had annotations for GO Cellular Component. Included were genes located in Extracellular (n=6), Cell (n=42) and Unlocalized (n=1). Three genes were localized to Extracellular Matrix, 5 genes to Extracellular Space, 10 genes to Membrane, and 38 genes to Intracellular. Fifty-one probe sets had annotations for GO Molecular Function, including genes belonging to Transporter Activity (n=5), Enzyme Activity (n=21), Signal Transducer Activity (n=3), Binding Activity (n=37), Anticoagulant Activity (n=1), Translation Regulator Activity (n=5), Structural Molecule Activity (n=3) and Chaperone Activity (n=2). Genes whose expression was changed by more than 2-fold are shown; Affymetrix Murine Genome U74A v2 GeneChip was used. C, MA-10 cells without treatment; 0. Fold Change = a semiquantitative value that represents the general trend of protein changes for MEHP treatment relative to control. "-" represents a decrease in protein level in the MEHP treatment sample relative to control ."+" represents an increase in protein level in the MEHP treatment sample relative to control. Confidence level = protein changes are listed in order of confidence, 5 being the highest confidence. Changes greater than 2-fold in triplicate from good quality signals are of highest confidence (level 5), followed by changes 1.5-1.9 fold in triplicate from good quality signals (level 4), changes greater than 2-fold in triplicate from low signals are listed next (level 3), changes 1.25-1.5 fold in triplicate (level 2), and finally changes greater than 2-fold in duplicate from good quality signals (level 1); proteins having multiple bands have observed molecular weights included in their names. Protein ID with additional label "human" or "rat" means no mouse protein sequence available, the protein ID comes from either human or rat protein sequence, otherwise the protein ID means mouse protein sequence. Fold Change = a semiquantitative value that represents the general trend of protein changes for the MEHP treatment relative to control."-" represents a decrease in protein level in the MEHP treatment sample with hCG relative to control with hCG ."+" represents an increase in protein level in the MEHP sample with hCG relative to control with hCG. Confidence level = protein changes are listed in order of confidence, 5 being the highest confidence. Changes greater than 2-fold in triplicate from good quality signals are of highest confidence (level 5), followed by changes 1.5-1.9 fold in triplicate from good quality signals (level 4), changes greater than 2-fold in triplicate from low signals are listed next (level 3), changes 1.25-1.5 fold in triplicate (level 2), and finally changes greater than 2-fold in duplicate from good quality signals (level 1); proteins having multiple bands have observed molecular weight included in their names. Protein ID with additional label "human" or "rat" means no mouse protein sequence available, the protein ID comes from either human or rat protein sequence, otherwise the protein ID means mouse protein sequence.
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Supplementary Table 12
The genes are oppositely regulated by hCG and MEHP, respectively. 
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